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Statistical analysis of ICP-MS data obtained from xenograft studies in nude and NSG mice.
The outcome is ug(Fe)/gm of dry weight tissue. It is not normally distributed but its log transformation is normally distributed. Hence, mixed effect models with log normal distribution were used, with treatment, strain and cell line as the fixed effects, and mouse as the random effect. The results were interpreted as ratio.
For example we compare A and B; after transformation we built model based on log A and log B Log B-log A=log(B/A); B/A=exp(log(B/A))
1. One factor model: no interaction is considered
The following Table S13 . Summary of three-factor model statistical analysis of iron measurements in xenograft models.
Statistical analysis of Prussian blue data obtained from xenograft studies in nude and NSG mice.
The experiment has three treatment groups: PBS control, BNF plain, BNF HER
The experimental animals including two strains: nude and NSG, and five cell lines: MDAMB231, MCF7, MCF7/HER, BT474, HCC1954.
The outcome is not normally distributed but its log transformation is normally distributed. Hence, mixed effect models with log normal distribution were used, with treatment, strain and cell line as the fixed effects, and mouse as the random effect. The results were interpreted as ratio.
For example we compare A and B; after transformation we built model based on log A and log B Log B-log A=log(B/A); B/A=exp(log(B/A)) 
Statistical analysis of ICPMS liver data from xenografts
Log transformed Fe level is used in linear regression. Variables are selected using LASSO method and 10-fold cross-validation. Ratios of Fe level between groups are reported. Ratios are reported in different combinations of strain and cell line when corresponding interaction terms are included in final model (Note: it doesn't necessarily mean interaction is significant). Multiple comparisons were adjusted with the Bonferroni post hoc method in each 
Statistical analysis of ICPMS all huHER2 tumor data
Log transformed Fe level is used in linear mixed regression with treatment and strain as the fixed effects, and mouse as the random effect. Variables are selected using LASSO method and 10-fold cross-validation. Table S23 . Statistical analysis of ICP-MS huHER2-FVB/N lymph node data. Table S24 . Statistical analysis of ICP-MS huHER2-FVB/N spleen data. Table S25 . Statistical analysis of ICP-MS huHER2-FVB/N liver data.
Statistical analysis of huHER2 allograft Prussian Blue (Aperio) data
Log transformed percent positive is used in linear mixed regression with treatment and strain as the fixed effects, and mouse as the random effect. Variables are selected using LASSO method and 10-fold crossvalidation. Ratios of percent positive between groups are reported. Ratios in different strains are reported when corresponding interaction terms are included in final model. Table S29 . Statistical analysis of whole tumor flow data third day. Table S30 . Statistical analysis of whole tumor flow data seventh day. Table S31 . Statistical analysis of whole tumor flow data 14th day. Figure 1D . Average of 3 independent experiments are shown. Hopkins University. C, Macrophage inhibition by clodronate liposomes (CL) did not decrease the retention of BH particles in HCC1954 tumors grown in athymic nude mice. Athymic nude mice growing HCC1954 tumors were given two doses of CL (300μl ip/mouse; 2 consecutive doses; one before nanoparticle injection) when the tumor volume reached ~150mm 3 . 24 hrs later, they received a second injection of CL followed by BH (5mgFe/animal n=3 with 2 tumors each). Mice were sacrificed 24hrs after nanoparticle injection and tumors harvested for iron quantification by ICP-MS. Iron recovered from tumors of mice with and without CL treatment after 24hrs of BH injection reveals no significant differences. . On the third day, 4 hrs after receiving the 4th dose of Azathioprine treatment (Aza), mice were intravenously injected with BH (5mgFe/mouse). 24hrs later, tumors were collected for gross visualization and analyzed for iron content with ICPMS (B). Visual inspection of tumors revealed significantly less coloration when compared with BH alone. Photo credit: Preethi Korangath, Johns Hopkins University. B, ICP-MS analysis for iron content showed significant decrease in BH uptake after Azathioprine pre-treatment. + and CD8 + T-cells followed by an increase on day 7, which subsequently decreased, but on day 14 was still higher compared to controls. FVB/N mice bearing huHER2 allograft tumors received PBS, BP, BH (5mg Fe/mouse) or Her (175μg/mouse) on the 10 th day after tumor implantation. On days 3, 7 or 14 after injection, mice were euthanized and tumors harvested for flow cytometry. No significant difference was found with nanoparticle treatments compared to control in any of the evaluated days. NK, dendritic, and γδ T cells (A-C) displayed a complex time-dependent pattern -increasing to day 3, and decreasing thereafter. 
